
                     10        20        30        40        50        60        70        80        90       100       110       120       130       140       150       160       170       180       190       20                            
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
13540624.r  ~~~~MELENIVANTVLLKAREGGGGKRK~~GKSKKWKEILKFPHINQCEDLRRTIDRDYYSLCDKQPIGRLLFRQFCETR~PGLECYIQFLDLVAEYEITPDE~~NLGAKGKEIMTKYLSPKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31980925.m  ~~~~MELENIVANTVLLKAREGGGGKRK~~GKSKKWKEILKFPHISQCEDLRRTIDRDYYSLCDKQPIGRLLFRQFCETR~PGLECYIQFLDLVAEYEITPDE~~NLGAKGKEIMTKYLTPKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
GPRK5       ~~~~MELENIVANTVLLKAREGGGGKRK~~GKSKKWKEILKFPHISQCEDLRRTIDRDYCSLCDKQPIGRLLFRQFCETR~PGLECYIQFLDSVAEYEVTPDE~~KLGEKGKEIMTKYLTPKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
13928910.r  ~~~~MELENIVANTVLLKAREGGGGNRK~~GKSKKWRQMLQFPHISQCEELRLSLERDYHSLCERHAIGRLLFREFCATR~PELTRCTAFLDGVAEYEVTPDE~~KRKACGRRLMQNFLSHTG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
GPRK6       ~~~~MELENIVANTVLLKAREGGGGNRK~~GKSKKWRQMLQFPHISQCEELRLSLERDYHSLCERHAIGRLLFREFCATR~PELSRCVAFLDGVAEYEVTPDD~~KRKACGRHVTQNFLSHTG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
9506749.m   ~~~~MELENMVANNLLLKARLG~FNKQT~~GRSKKWRELLKFPPVSMCTELRWSIEKDFSSLCDKQPIGRLLFRQFCDTK~PDLKRCIEFLDAVAEYEVTIEE~~EQREFGLAIFSRFFKEKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
12621084.r  ~~~~MELENFMANTLLLKARQG~FTKKT~~GRSKKWRELLKLPPVSMCSDLRHSIEKDFSSLCDQQPIGRLLFRQFCNTK~PDLKRCIEFLDAAAEYEVTIEE~~EQREFGLSIYSRFFKENS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
GPRK4       ~~~~MELENIVANSLLLKARQGGYGKKS~~GRSKKWKEILTLPPVSQCSELRHSIEKDYSSLCDKQPIGRRLFRQFCDTK~PTLKRHIEFLDAVAEYEVADDE~~DRSDCGLSILDRFFNDKL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
Gprk2.AA    ~~~~MELENIVANTVYLKAREGGSDSNK~~GKSKKWRKILQFPHISQCINLKDKLDISYGYVIDQQPIGRELFRLFCENKRPVYFRYITFLDEVVKYEIEYIS~~NRIFIGHDIGRRFLDVEAQLELRNGSGGDALDAETQEELLLNSSNANPTETAETEHCNNTTANNCNNINNSNNSQHSSDINHKKLDTRNHNGDDA 
F19C6.1.AA  ~~~~MEIENIVANTVYIKARES~GGQKK~~GKSKKWKNYLQFPHYTECLPLKTEIEVTYAFVVEKQPIGKLLFHEFCQATNSQYHQCCQFLTKVEEYETSDDDGQSRRDLASSIVSLLHSKPEDNPSGSQDEQE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
6755326.m   ~MDFGSLETVVANSAFIAARGSFDGSSTPSSRDKKYLAKLRLPPLSKCEGLRDNLSLEFESLCSEQPIGKRLFQQFLKTD~ERHVPALELWKDIEDYDTADDD~~LRPQKAQAILAEYLD~~PQG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
13592045.r  ~MDFGSLETVVANSAFIAARGSFDGSSTPSSRDKKYLAKLRLPPLSKCEGLRDSISLEFDNLCSEQPIGKRLFQQFLKTD~ERHVPALELWKDIEDYDTADDD~~LRPQKAQAILAEYLD~~PQG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
RHOK        ~MDFGSLETVVANSAFIAARGSFDGSSSQPSRDKKYLAKLKLPPLSKCESLRDSLSLEFESVCLEQPIGKKLFQQFLQSA~EKHLPALELWKDIEDYDTADND~~LQPQKAQTILAQYLD~~PQA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
GPRK7       MVDMGALDNLIANTAYLQARKPSDCDSKELQRRRRSLA~~~LPGLQGCAELRQKLSLNFHSLCEQQPIGRRLFRDFLATV~PTFRKAATFLEDVQNWELAEEG~~PTKDSALQGLVATCASAPAP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
Gprk1.AA    ~~~MADLEAVLADVSYLMAMEKSKCTPA~~ARASKKLNLPDPSVRSVMYKYLEKEGELNFHKNFNEVLGYLLFKDFCENDSEEPIQQLKFFEQIKLFEKTECY~DERKKMARDIYDNFIMEEMLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
W02B3.2.AA  ~~~MADLEAVLADVSYLMAMEKSRSQPA~~ARASKRIVLPDPSVRSIMQKFLEKSGDMKFDKIFNQKLGFLLLKDYAENVSESPCPQIKFYEAIKEYEKMETP~DERLTKAREIYDHHIMVEMLA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
6978467.r   ~~~MADLEAVLADVSYLMAMEKSKATPA~~ARASKKVVLPEPSIRSVMQRYLAERNEITFDKIFNQKIGFLLFKDFCLNEIGEAVPQVKFYEEIKEYEKLDNE~EDRLHRSRQMYDAYIMRELLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
28892991.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQRYLAERNEITFDKIFNQKIGFLLFKDFCLNEIGEAVPQVKFYEEIKEYEKLDNE~EDRLRRSRQMYDAYIMRELLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
BARK2       ~~~MADLEAVLADVSYLMAMEKSKATPA~~ARASKRIVLPEPSIRSVMQKYLAERNEITFDKIFNQKIGFLLFKDFCLNEINEAVPQVKFYEEIKEYEKLDNE~EDRLCRSRQIYDAYIMKELLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
23621071.m  ~~~~~~MEAVLADVSYVMAMEKSKATPA~~ARASKKILLPEPSIRSVMQKYLEDRGEVTFEKIFSQKLGYLLFRDFCLNHLEEAKPLVEFYEEIKKYEKLETE~EERVVRSREIFDSYIMKELLA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
6978465.r   ~~~MADLEAVLADVSYLMAMEKSKATPA~~ARASKKILLPEPSIRSVMQKYLEDRGEVTFEKIFSQKLGYLLFRDFYLNHLEEAKPLVEFYEEIEKYEKLETE~EERVVRSREIFDSYIMKELLA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
BARK1       ~~~MADLEAVLADVSYLMAMEKSKATPA~~ARASKKILLPEPSIRSVMQKYLEDRGEVTFEKIFSQKLGYLLFRDFCLNHLEEARPLVEFYEEIKKYEKLETE~EERVARSREIFDSYIMKELLA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1l3r_E      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
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13540624.r  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PVFIAQVGQDLVSQTEKKLLQ~SPCKELFSACAQSV~HDYLKGDPFHEYLDSMYFDRFLQWKWLER~QPVTKNTFRQYRVLGKGGFGEVCACQVRATGKMYACKRLEKKRIKKRKGESMALNEKQILEKVNSQ~~~~FVVNLAYAYETKDALCL 
31980925.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PVFIAQVGQDLVSQTEKKLLQ~SPCKELFSACAQSV~HDYLTGDPFHEYLDSMYFDRFLQWKWLER~QPVTKNTFRQYRVLGKGGFGEVCACQVRATGKMYACKRLEKKRIKKRKGESMALNEKQILEKVNSQ~~~~FVVNLAYAYETKDALCL 
GPRK5       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PVFIAQVGQDLVSQTEEKLLQ~KPCKELFSACAQSV~HEYLRGEPFHEYLDSMFFDRFLQWKWLER~QPVTKNTFRQYRVLGKGGFGEVCACQVRATGKMYACKRLEKKRIKKRKGESMALNEKQILEKVNSQ~~~~FVVNLAYAYETKDALCL 
13928910.r  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PDLIPEVPRQLVSNCAQRLEQ~GPCKDLFQELTRLT~HEYLSMAPFADYLDSIYFNRFLQWKWLER~QPVTKNTFRQYRVLGKGGFGEVCACQVRATGKMYACKKLEKKRIKKRKGEAMALNEKQILEKVNSR~~~~FVVSLAYAYETKDALCL 
GPRK6       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PDLIPEVPRQLVTNCTQRLEQ~GPCKDLFQELTRLT~HEYLSVAPFADYLDSIYFNRFLQWKWLER~QPVTKNTFRQYRVLGKGGFGEVCACQVRATGKMYACKKLEKKRIKKRKGEAMALNEKQILEKVNSR~~~~FVVSLAYAYETKDALCL 
9506749.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~EVPLPEIPPDIVKECKWNLKQNSPSQNVFEECAGIV~CKYLSETPFEEYQESTYFNRFLQWKWLER~RPVTKNTFRQYRVLGKGGFGEVCACQVRATGKMYACKKLEKKRIKKRKGEAMALNEKRILEKLHSR~~~~FVVSLAYTYETKDALCL 
12621084.r  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~EVSLPQIPPDLVKECKCNLKQSSPSQNVFQDCAGVI~YKYLSEKPFEEYQESTYYNRFLQWKWLER~RPVTKNTFRQYRVLGKGGFGEVCACQVRATGKMYACKKLEKKRIKKRKGEAMALNEKRILEKLHSR~~~~FVVSLAYTYETKDALCL 
GPRK4       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AAPLPEIPPDVVTECRLGLKEENPSKKAFEECTRVA~HNYLRGEPFEEYQESSYFSQFLQWKWLER~QPVTKNTFRHYRVLGKGGFGEVCACQVRATGKMYACKKLQKKRIKKRKGEAMALNEKRILEKVQSR~~~~FVVSLAYAYETKDALCL 
Gprk2.AA    TGNGSSHQDDGDESVKCQEGHDDAEKGGGGEGGGGGKCVPVGGYPDELVLDVLNDDLIAQVRNKLNS~~GGKDIFAQCVNAV~KAFLAGEPFREFESSMYFHRYLQWKWLEA~QPITYKTFRMYRVLGKGGFGEVCACQVRATGKMYACKKLEKKRIKKRKGESMVLIEKQILQKINSP~~~~FVVNLAYAYETKDALCL 
F19C6.1.AA  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~FWCSFLSDEVISTCITTADSATHDDEPRSDIFTEPYRLT~CQYLTDAPFKEFAESMYFHRFLQWKWLEK~RPVDKHTFRLYRVLGKGGFGEVCACQVRASGKMYALKKLEKKRVKKRHAETLSLNEKQILQRINSP~~~~FVVSLAYAYETKDALCL 
6755326.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TLFCNFLDQGMVTRVKEGPTG~~SQDGLFQPLLQAT~MEHLSQAPFQEYLESLYFLRFLQWKWLEA~QPIGEDWFLDFRVLGKGGFGEVSACQMKATGKMYACKKLNKKRLKKKKGYQGAIVEKRILTKVHSR~~~~FIVSLAYAFETKTDLCL 
13592045.r  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TLFCNFLDQGMVARVKEGPTG~~SQDGLFQPLLQAT~LEHLSQGPFQEYLGSLYFLRFLQWKWLEA~QPIGEDWFLDFRVLGKGGFGEVSACQMKATGKMYACKKLNKKRLKKRKGYQGAIVEKRILAKVHSR~~~~FIVSLAYAFETKTDLCL 
RHOK        ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~KLFCSFLDEGIVAKFKEGPVE~~IQDGLFQPLLQAT~LAHLGQAPFQEYLGSLYFLRFLQWKWLEA~QPMGEDWFLDFRVLGKGGFGEVSACQMKATGKLYACKKLNKKRLKKRKGYQGAMVEKKILMKVHSR~~~~FIVSLAYAFETKADLCL 
GPRK7       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNPQPFLSQAVATKCQAATTE~~EERVAAVTLAKAEAMAFLQEQPFKDFVTSAFYDKFLQWKLFEM~QPVSDKYFTEFRVLGKGGFGEVCAVQVKNTGKMYACKKLDKKRLKKKGGEKMALLEKEILEKVSSP~~~~FIVSLAYAFESKTHLCL 
Gprk1.AA    ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~HTYEYSKHAVASVQKYLLKNEVPVDLFEPYLEEI~FTQLKGKPFKKFLESDKFTRFCQWKNLELNIQLTMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRIKMKQGEMLALNERNMLQAVSTGIDCPFIVCMTYAFHTPDKLCF 
W02B3.2.AA  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~HAHNYSKESLQHVQYHLLKQNVPPDLFHRYVLEI~CDQLRGDIFQRFLESDKFTRFCQWKNLELNMQLTMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRIKMKQGETLALNERIMLSLVSTGQDCPFIVCMTYAFQSPDKLCF 
6978467.r   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~STHQFSKQAVEHVQSHLSKKQVTPTLFQPYIEEI~CESLRGDIFQKFMESEKFTRFCQWKNVELNIHLSMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRVKMKQGETLALNERIMLSLVSTG~DCPFIVCMTYAFHTPDKLCF 
28892991.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~STHQFSKQAVEHVQSHLSKKQVTATLFQPYIEEI~CESLRGDIFQKFMESDKFTRFCQWKNVELNIHLSMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRVKMKQGETLALNERIMLSLVSTG~DCPFIVCMTYAFHTPDKLCF 
BARK2       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~CSHPFSKQAVEHVQSHLSKKQVTSTLFQPYIEEI~CESLRGDIFQKFMESDKFTRFCQWKNVELNIHLTMNEFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRIKMKQGETLALNERIMLSLVSTG~DCPFIVCMTYAFHTPDKLCF 
23621071.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~CSHPFSKNATEHVQGHLVKKQVPPDLFQPYIEEI~CQNLRGDVFQKFIESDKFTRFCQWKNVELNIHLTMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRIKMKQGETLALNERIMLSLVSTG~DCPFIVCMSYAFHTPDKLSF 
6978465.r   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~CSHPFSKNATEHVQGHLVKKQVPPDLFQPYIEEI~CQNLRGDVFHKFIESDKFTRFCQWKNVELNIHLTMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRIKMKQGETLALNERIMLSLVSTG~DCPFIVCMSYAFHTPDKLSF 
BARK1       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~CSHPFSKSATEHVQGHLGKKQVPPDLFQPYIEEI~CQNLRGDVFQKFIESDKFTRFCQWKNVELNIHLTMNDFSVHRIIGRGGFGEVYGCRKRDTGKMYAMKCLDKKRIKMKQGETLALNERIMLSLVSTG~DCPFIVCMSYAFHTPDKLSF 
1l3r_E      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGX~~~~~EQESVKEFLAKAKEDFLKKWETPSQ~NTAQLDQFDRIKTLGTGSFGRVMLVKHKESGNHYAMKILDKQKVVKLKQIEHTLNEKRILQAVNFP~~~~FLVKLEFSFKDNSNLYM 
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13540624.r  VLTIMNGGDLKFHIYNMG~~NPGFEEERALFYAAEILCGLEDLHRENTVYRDLKPENILLDDYGHIRISDLGLAVKIPEGD~LIRGRVGTVGYMAPEVLNNQR~YGLSPDYWGLGCLIYEMIEGQSPFRGRKEKVKREEVDRRVLETEEVYS~PKFSEEAKSICNMLLTKDSKQRLGCQEE~~~~~GAAEVKRHPFFR~~ 
31980925.m  VLTIMNGGDLKFHIYNMG~~NPGFEEERALFYAAEILCGLEDLHRENTVYRDLKPENILLDDYGHIRISDLGLAVKIPEGD~LIRGRVGTVGYMAPEVLNNQR~YGLSPDYWGLGCLIYEMIEGQSPFRGRKEKVKREEVDRRVLETEEVYS~SKFSEEAKSICNMLLTKDSKQRLGCQEE~~~~~GAAEVKRHPFFR~~ 
GPRK5       VLTIMNGGDLKFHIYNMG~~NPGFEEERALFYAAEILCGLEDLHRENTVYRDLKPENILLDDYGHIRISDLGLAVKIPEGD~LIRGRVGTVGYMAPEVLNNQR~YGLSPDYWGLGCLIYEMIEGQSPFRGRKEKVKREEVDRRVLETEEVYS~HKFSEEAKSICKMLLTKDAKQRLGCQEE~~~~~GAAEVKRHPFFR~~ 
13928910.r  VLTLMNGGDLKFHIYHMG~~QAGFPEARAVFYAAEICCGLEDLHRERIVYRDLKPENILLDDHGHIRISDLGLAVHVPEGQ~TIKGRVGTVGYMAPEVVKNER~YTFSPDWWALGCLLYEMIAGQSPFQQRKKKIKREEVERLVKEVAEEYT~DRFSPQARSLCSQLLNKDPAERLGCRGG~~~~~GAREVKEHPLFK~~ 
GPRK6       VLTLMNGGDLKFHIYHMG~~QAGFPEARAVFYAAEICCGLEDLHRERIVYRDLKPENILLDDHGHIRISDLGLAVHVPEGQ~TIKGRVGTVGYMAPEVVKNER~YTFSPDWWALGCLLYEMIAGQSPFQQRKKKIKREEVERLVKEVPEEYS~ERFSPQARSLCSQLLCKDPAERLGCRGG~~~~~SAREVKEHPLFK~~ 
9506749.m   VLTIMNGGDLKYHIYNLG~~DPGFEEPRAVFYAAELCCGLEDLQRKRIVYRDLKPENILLDDHGHIRISDLGLAMEVPEGE~MVRGRVGTVGYMAPEIINHEK~YTFSPDWWGLGCLIYEMIAGHSPFRKYKEKVNREELERRVKNETEEYS~ERFSEDAKSICSMLLIKDPSKRLGCQRD~~~~~GVSAVKQHPIFK~~ 
12621084.r  VLTIMNGGDLKYHIYNLG~~NPGFEEQRAVFYAAELCCGLEDLQRERIVYRDLKPENILLDDHGHIRISDLGLALEIPEGE~MVRGRVGTVGYMAPEIISHEK~YTFSPDWWGLGCLIYEMIAGHSPFRKYKEKVNREEMERRVKTETEEYS~ERFSENAKSICSMLLTKDPSKRLGCQSD~~~~~GASAVKQHPIFK~~ 
GPRK4       VLTIMNGGDLKFHIYNLG~~NPGFDEQRAVFYAAELCCGLEDLQRERIVYRDLKPENILLDDRGHIRISDLGLATEIPEGQ~RVRGRVGTVGYMAPEVVNNEK~YTFSPDWWGLGCLIYEMIQGHSPFKKYKEKVKWEEVDQRIKNDTEEYS~EKFSEDAKSICRMLLTKNPSKRLGCRGE~~~~~GAAGVKQHPVFK~~ 
Gprk2.AA    VLTIMNGGDLKFHIYNMGG~EPGFELERARFYAAEVACGLQHLHKQGIVYRDCKPENILLDDHGHVRISDLGLAVEIPEGE~MVRGRVGTVGYMAPEVIDNEK~YAFSPDWFSFGCLLYEMIEGQAPFRMRKEKVKREEVDRRVKEDPEKYS~SKFNDEAKSMCQQLLAKSIKQRLGCRNGRM~~~GGQDVMAHPFFHST 
F19C6.1.AA  VLTLMNGGDLKFHLYNLM~~PGGFDEKRVQFYAAEITLGLQHLHSERILYRDLKPENILLDDFGHVRISDLGLAVEIKDNE~PIKGRVGTVGYMAPEIVKNER~YSYGVDWWGVGCLIYEMIEGKAPFRQRKEKVKREEVERRVREDQEKYS~EKFSEAARTLCRGLLHKEPGFRLGCRRVGRPEDGAEEIRAHPFFNTA 
6755326.m   VMTIMNGGDVRYHIYNVDEDNPGFSEPRAIYYTAQIISGLEHLHQRRIVYRDLKPENVLLDNDGNIRISDLGLAVELKEGQNKTKGYAGTPGFMAPELLRGEE~YDFSVDYFALGVTLYEMIAARGPFRARGEKVENKELKQRIISEPVKYP~EKFSQASKDFCEQLLEKDPEKRLGFRDG~~~~~TCDALRANVLFK~~ 
13592045.r  VMTIMNGGDVRYHIYNVDEENPGFPEPRAIYYTAQIISGLEHLHQRRIVYRDLKPENVLLDNDGNIRISDLGLAVELKEGQNKTKGYAGTPGFMAPELLRGEE~YDFSVDYFALGVTLYEMIAARGPFRARGEKVENKELKQRIISEPVKYP~EKFSQASKDFCEQLLEKDPEKRLGFRDG~~~~~TCDALRANVLFK~~ 
RHOK        VMTIMNGGDIRYHIYNVNEENPGFPEPRALFYTAQIICGLEHLHQRRIVYRDLKPENVLLDNDGNVRISDLGLAVELLDGQSKTKGYAGTPGFMAPELLQGEE~YDFSVDYFALGVTLYEMIAARGPFRARGEKVENKELKHRIISEPVKYP~DKFSQASKDFCEALLEKDPEKRLGFRDE~~~~~TCDKLRAHPLFK~~ 
GPRK7       VMSLMNGGDLKFHIYNVG~~TRGLDMSRVIFYSAQIACGMLHLHELGIVYRDMKPENGLLDDLGNCRLSDLGLAVEMKGGKPITQ~RAGTNGYMAPEILMEKVSYSYPVDWFAMGCSIYEMVAGRTPFKDYKEKVSKEDLKQRTLQDEVKFQHDNFTEEAKDICRLFLAKKPEQRLRSRE~~~~~~KSDDPRKHHFFK~~ 
Gprk1.AA    ILDLMNGGDLHYHLSQHG~~~~IFSEDEMKFYAAEVILGLEHMHKRCIVYRDLKPANILLDENGHIRISDLGLACDFSKKK~~PHASVGTHGYMAPEVLSKGTSYDSCADWFSFGCMLYKLLKGHSPFRQHKTKDKL~EIDKMTLTMNVELP~ESFSLELKNLLEMLLQRDVSKRLGCMGN~~~~~GADEVKMHNFFC~~ 
W02B3.2.AA  ILDLMNGGDLHYHLSQHG~~~~VFTEQEMIFYASEVILGLEHMHNRFVVYRDLKPANILLDENGHVRVSDLGLACDYSKKK~~PHASVGTHGYMAPEVLAKGVAYDSSADWFSLGCMLYKLLKGHSPFRQHKSKDKN~EIDKMTLTQDIELPNEGLSKDCRDLLEGLLKRDVPDRLGCRGK~~~~~GPTEVKEHPFFK~~ 
6978467.r   ILDLMNGGDMHYHLSQHG~~~~VFSEKEMRFYASEIILGLEHMHTCFVVYRDLKPANILLDEYGHVRISDLGLACDFSKKK~~PHASVGTHGYMAPEVLQKGTCYDSSADWFSLGCMLFKLLRGHSPFRQHKTKDKH~EIDRMTLTVNVQLP~DAFSPELRSLLEGLLQRDVSQRLGCYGG~~~~~GARELKEHIFFK~~ 
28892991.m  ILDLMNGGDMHYHLSQHG~~~~VFSEKEMRFYASEIILGLEHMHTCFVVYRDLKPANILLDEYGHVRISDLGLACDFSKKK~~PHASVGTHGYMAPEVLQKGTCYDSSADWFSLGCMLFKLLRGHSPFRQHKTKDKH~EIDRMTLTVNVQLP~DAFSPELRSLLEGLLQRDVSQRLGCGGG~~~~~GARELKEHIFFK~~ 
BARK2       ILDLMNGGDLHYHLSQHG~~~~VFSEKEMRFYATEIILGLEHVHNRFVVYRDLKPANILLDEHGHARISDLGLACDFSKKK~~PHASVGTHGYMAPEVLQKGTAYDSSADWFSLGCMLFKLLRGHSPFRQHKTKDKH~EIDRMTLTVNVELP~DTFSPELKSLLEGLLQRDVSKRLGCHGG~~~~~GSQEVKEHSFFK~~ 
23621071.m  ILDLMNGGDLHYHLSQHG~~~~VFSEADMRFYAAEIILGLEHMHNRFVVYRDLKPANILLDEHGHVRISDLGLACDFSKKR~~PHASVGTHGYMAPEVLQKGVAYDSSADWFSLGCMLFKLLRGHSPFRQHKTKDKH~EIDRMTLTMAVELP~DSFSPELRSLLEGLLQRDVNRRLGCLGR~~~~~GAQEVKESPFFR~~ 
6978465.r   ILDLMNGGDLHYHLSQHG~~~~VFSEADMRFYAAEIILGLEHMHNRFVVYRDLKPANILLDEHGHVRISDLGLACDFSKKK~~PHASVGTHGYMAPEVLQKGVAYDSSADWFSLGCMLFKLLRGHSPFRQHKTKDKH~EIDRMTLTMAVELP~DSFSPELRSLLEGLLQRDVNRRLGCLGR~~~~~GAQEIKESPFFR~~ 
BARK1       ILDLMNGGDLHYHLSQHG~~~~VFSEADMRFYAAEIILGLEHMHNRFVVYRDLKPANILLDEHGHVRISDLGLACDFSKKK~~PHASVGTHGYMAPEVLQKGVAYDSSADWFSLGCMLFKLLRGHSPFRQHKTKDKH~EIDRMTLTMAVELP~DSFSPELHSLLEGLLQRDVNRRLGCLGR~~~~~GAQEVKESPFFR~~ 
1l3r_E      VMEYVAGGEMFSHLRRIG~~~~RFXEPHARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDQQGYIQVTDFGFAKRVKGRT~~~WXLCGTPEYLAPEIILSKG~YNKAVDWWALGVLIYEMAAGYPPFFADQP~~~~IQIYEKIVSGKVRFP~SHFSSDLKDLLRNLLQVDLTKRFGNLKN~~~~~GVNDIKNHKWFA~~ 
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13540624.r  ~~~~~~~NMNFKRLEAGMLDPPFVPDPRAVYCKDVLDIEQFS~~TVKGVNLDHTDDDFYSKFSTGSVPIPWQNEMIETECFKELNVFGPNG~~~~~TLSPDLNRS~QPPEP~PKKGLFHRLFRRQHQNNSK~~~~~~~~~~~~SSPTPKTSCNHRINSNHINSNSTGSS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31980925.m  ~~~~~~~NMNFKRLEAGMLDPPFVPDPRAVYCKDVLDIEQFS~~TVKGVNLDHTDDDFYSKFSTGSVPIPWQNEMIETECFKELNVFGPNG~~~~~TLSPDLNRS~QPPEP~PKKGLFHRLFRRQHQSNSK~~~~~~~~~~~~SSPTPKTSCNHRINSNHINSNSTGSS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
GPRK5       ~~~~~~~NMNFKRLEAGMLDPPFVPDPRAVYCKDVLDIEQFS~~TVKGVNLDHTDDDFYSKFSTGSVSIPWQNEMIETECFKELNVFGPNG~~~~~TLPPDLNRN~HPPEP~PKKGLLQRLFKRQHQNNSK~~~~~~~~~~~~SSPSSKTSFNHHINSNHVSSNSTGSS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
13928910.r  ~~~~~~~KLNFKRLGAGMLEPPFKPDPQAIYCKDVLDIEQFS~~TVKGVDLEPTDQDFYQKFATGSVSIPWQNEMVETECFQELNVFGLDG~~~~~SVPPDLDWKGQPTAP~PKKGLLQRLFSRQRIAVGT~~~~~~~~~~~~AATVKKSSPPASSPQAEAPTGGWR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
GPRK6       ~~~~~~~KLNFKRLGAGMLEPPFKPDPQAIYCKDVLDIEQFS~~TVKGVELEPTDQDFYQKFATGSVPIPWQNEMVETECFQELNVFGLDG~~~~~SVPPDLDWKGQPPAP~PKKGLLQRLFSRQ~~~~~~~~~~~~~~~~~~~~~~~DCCGNCSDSEEELPTRL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
9506749.m   ~~~~~~~DINFSRLEANMLDPPFIPDPQAIYCRNILDIGQFS~~VVKGVNLDTNDEIFYAEFATGSVTIPWQNEMIESGCFKDLNENEDD~~~~~~LSSLEKYK~MCSSILRPKRNFFRRLFRRT~~~~~~~~~~~~~~~~~~~~~~~~GCLNIALSE~EREPTEH~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
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6755326.m   ~~~~~~~DISWRQLEAGMLIPPFIPDSRTVYAKNIQDVGAFS~~TVKGVVFDKADTEFFQEFASGNCSIPWQEEMIETGLFGDLNVWRADG~~~~~QMPDDMKGITTEEAAPTAKSGMCLIS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
13592045.r  ~~~~~~~DISWRQLEAGMLIPPFIPDSRTVYAKNIQDVGAFS~~TVKGVVFDKADTEFFQEFASGNCSIPWQEEMIETGFFGDLNVWRPDG~~~~~QMPDDMKGITVEEAAPTAKSGMCLIS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
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GPRK7       ~~~~~~~TINFPRLEAGLIEPPFVPDPSVVYAKDIAEIDDFS~~EVRGVEFDDKDKQFFKNFATGAVPIAWQEEIIETGLFEELN~~~~~~~~~~~~~~~DPNRPTGCEEGNSSKSGVCLLL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
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6978467.r   ~~~~~~~GIDWQYVYLRKYPPPLIPPRGEVNAADAFDIGSFDEEDTKGIKLLDCDQDLYKNFP~LMISERWQQEVVETIYDAVNAETDKIEARKKAKNKQLCQEEDYAMGKDCIMHGYMLKLGNPFLTQWQRRYFYLFPNRLEWRGEG~ESRQNLLTMEQIMSV~~EETQIKDRKCILLRVKGGKQ~~~FVLQCE~~~~~ 
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BARK2       ~~~~~~~GVDWQHVYLQKYPPPLIPPRGEVNAADAFDIGSFDEEDTKGIKLLDCDQELYKNFP~LVISERWQQEVTETVYEAVNADTDKIEARKRAKNKQLGHEEDYALGKDCIMHGYMLKLGNPFLTQWQRRYFYLFPNRLEWRGEG~ESRQNLLTMEQILSV~~EETQIKDKKCILFRIKGGKQ~~~FVLQCE~~~~~ 
23621071.m  ~~~~~~~SLDWQMVFLQKYPPPLIPPRGEVNAADAFDIGSFDEEDTKGIKLLDSDQELYRNFP~LTISERWQQEVAETVFDTINAETDRLEARKKAKNKQLGHEEDYALGKDCIVHGYMSKMGNPFLTQWQRRYFYLFPNRLEWRGEG~EAPQSLLTMEEIQSV~~EETQIKERKCLLLKIRGGKQ~~~FVLQCD~~~~~ 
6978465.r   ~~~~~~~SLDWQMVFLQKYPPPLIPPRGEVNAADAFDIGSFDEEDTKGIKLLDSDQELYRNFP~LTISERWQQEVAETVFDTINAETDRLEARKKAKNKQLGHEEDYALGKDCIMHGYMSKMGNPFLTQWQRRYFYLFPNRLEWRGED~EAPQSLLTMEEIQSV~~EETQIKERKCLLLKIRGGKQ~~~FVLQCD~~~~~ 
BARK1       ~~~~~~~SLDWQMVFLQRYPPPLIPPRGEVNAADAFDIGSFDEEDTKGIKLLDSDQELYRNFP~LTISERWQQEVAETVFDTINAETDRLEARKKAKNKQLGHEEDYALGKDCIMHGYMSKMGNPFLTQWQRRYFYLFPNRLEWRGEG~EAPQSLLTMEEIQSV~~EETQIKERKCLLLKIRGGKQ~~~FILQCD~~~~~ 
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